SEQUENCE LISTING 

<110> Hu, Jing-Shan 
Rosen, Craig 
Liang, Cao 

<120> Vascular Endothelial Growth Factor 2 

<130> PF112P1 

<140> 08/465,968 
<141> 1995-06-06 

<150> 08/207,550 
<151> 1994-03-08 

<160> 10 

<170> Patentin Ver. 2.0 

<210> 1 

<211> 1674 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12) . . (1268) 

<220> 

<221> sig_peptide 
<222> (12) . . (149) 

<220> 

<221> mat ..peptide 
<222> (150) . . (1268) 

<400> 1 

gtccttccac c atg cac teg ctg ggc ttc ttc tct gtg gcg tgt tct ctg 50 
Met His Ser Leu Gly Phe Phe Ser Val Ala Cys Ser Leu 
-45 -40 -35 

etc gcc get gcg ctg etc ccg ggt cct cgc gag gcg ccc gcc gcc gcc 98 
Leu Ala Ala Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala 

-30 -25 -20 

gcc gcc ttc gag tec gga etc gac etc teg gae gcg gag ccc gae gcg 146 
Ala Ala Phe Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala 
-15 -10 -5 

ggc gag gcc acg get tat gca age aaa gat ctg gag gag eag tta egg 194 
Gly Glu Ala Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg 
-11 5 10 15 

tct gtg tec agt gta gat gaa etc atg act gta etc tae eca gaa tat 242 
Ser Val Ser Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr 
20 / 25 30 

tgg aaa atg tae aag tgt eag eta agg aaa gga ggc tgg caa cat aac 290 
Trp Lys Met Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn 
35 40 45 



1 



aga gaa cag gcc aac etc aac tea agg aca gaa gag act ata aaa ttt 338 
Arg Glu Gin Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe 
50 55 60 

get gca gca cat tat aat aca gag ate ttg aaa agt att gat aat gag 386 
Ala Ala Ala His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu 
65 70 75 

tgg aga aag act caa tge atg cea egg gag gtg tgt ata gat gtg ggg 434 
Trp Arg Lys Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly 
80 85 90 95 

aag gag ttt gga gtc gcg aca aac ace ttc ttt aaa cct cea tgt gtg 482 
Lys Glu Phe Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val 
100 105 110 

tec gtc tac aga tgt ggg ggt tgc tge aat agt gag ggg etg cag tge 530 
Ser Val Tyr Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys 

115 120 125 

atg aac ace age acg age tac etc age aag aeg tta ttt gaa att aca 578 
Met Asn Thr Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr 
130 135 140 

gtg cct etc tct caa ggc ccc aaa cea gta aca ate agt ttt gcc aat 626 
Val Pro Leu Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn 
145 150 155 

cac act tec tge ega tge atg tct aaa etg gat gtt tac aga caa gtt 674 
His Thr Ser Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val 
160 165 170 175 

eat tec att att aga cgt tee etg cea gca aca eta cea cag tgt cag 722 
His Ser lie lie Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin 
180 185 190 

gca gcg aac aag acc tgc ccc acc aat tac atg tgg aat aat cac ate 770 
Ala Ala Asn Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie 
195 200 205 

tgc aga tgc etg get cag gaa gat ttt atg ttt tec teg gat get gga 818 
Cys Arg Cys Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly 
210 215 220 

gat gae tea aca gat gga ttc cat gae ate tgt gga cea aac aag gag 866 
Asp Asp Ser Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu 
225 230 235 

etg gat gaa gag ace tgt cag tgt gtc tge aga gcg ggg ett egg cct 914 
Leu Asp Glu Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro 
240 245 250 255 

gee age tgt gga ccc cac aaa gaa eta gae aga aac tea tgc cag tgt 9 62 
Ala Ser Cys Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys 
260 265 270 

gtc tgt aaa aac aaa etc ttc ccc age caa tgt ggg gee aac ega gaa 1010 
Val Cys Lys Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu 
275 280 285 
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ttt gat gaa aac aca tgc cag tgt gta tgt aaa aga acc tgc ccc aga 1058 

Phe Asp Glu Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg 
290 295 300 

aat caa ccc eta aat cct gga aaa tgt gcc tgt gaa tgt aca gaa agt 1106 

Asn Gin Pro Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser 
305 310 315 

cca cag aaa tgc ttg tta aaa gga aag aag ttc cac cac caa aca tgc 1154 

Pro Gin Lys Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys 

320 325 330 335 

age tgt tac aga egg cca tgt acg aac cgc cag aag get tgt gag cca 1202 

Ser Cys Tyr Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro 
340 345 350 

gga ttt tea tat agt gaa gaa gtg tgt cgt tgt gte cct tea tat tgg 1250 

Gly Phe Ser Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp 
U 355 360 365 

Q caa aga cca caa atg age taagattgta ctgttttcca gtteatcgat 1298 

m'z Gin Arg Pro Gin Met Ser 

370 



tttctattat ggaaaactgt gttgccacag tagaactgtc tgtgaacaga gagacccttg 1358 
tgggtccatg ctaacaaaga caaaagtctg tetttcctga accatgtgga taactttaca 1418 
gaaatggact ggagctcate tgeaaaaggc ctcttgtaaa gactggtttt ctgccaatga 1478 
eeaaaeagee aagattttcc tcttgtgatt tetttaaaag aatgactata taatttattt 1538 
ceactaaaaa tattgtttct geattcattt ttatagcaac aaeaattggt aaaacteact 1598 
gtgatcaata tttttatatc atgeaaaata tgtttaaaat aaaatgaaaa ttgtatttat 1658 
aaaaaaaaaa aaaaaa 1674 



<210> 2 
<211> 419 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met His Ser Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala Ala 
-45 -40 -35 

Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala Ala Phe 
-30 -25 -20 -15 

Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala Gly Glu Ala 
-10 -5 -1 1 

Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu Arg Ser Val Ser 
5 10 15 

Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro Glu Tyr Trp Lys Met 

20 25 30 

Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp Gin His Asn Arg Glu Gin 



3 




□ 



5»S 



35 40 45 50 

Ala Asn Leu Asn Ser Arg Thr Glu Glu Thr lie Lys Phe Ala Ala Ala 
55 60 65 

His Tyr Asn Thr Glu lie Leu Lys Ser lie Asp Asn Glu Trp Arg Lys 
70 75 80 

Thr Gin Cys Met Pro Arg Glu Val Cys lie Asp Val Gly Lys Glu Phe 
85 90 95 

Gly Val Ala Thr Asn Thr Phe Phe Lys Pro Pro Cys Val Ser Val Tyr 
100 105 110 

Arg Cys Gly Gly Cys Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr 
115 120 125 130 

Ser Thr Ser Tyr Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu 
135 140 145 

Ser Gin Gly Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser 
150 155 160 

Cys Arg Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie 

165 170 175 

lie Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 
180 185 190 

Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg Cys 
195 200 205 210 

Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp Asp Ser 
215 220 225 

Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu Leu Asp Glu 
230 235 240 

Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg Pro Ala Ser Cys 
245 250 255 

Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys Gin Cys Val Cys Lys 
260 265 270 

Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala Asn Arg Glu Phe Asp Glu 
275 280 285 290 

Asn Thr Cys Gin Cys Val Cys Lys Arg Thr Cys Pro Arg Asn Gin Pro 
295 300 305 

Leu Asn Pro Gly Lys Cys Ala Cys Glu Cys Thr Glu Ser Pro Gin Lys 
310 315 320 

Cys Leu Leu Lys Gly Lys Lys Phe His His Gin Thr Cys Ser Cys Tyr 
325 330 335 

Arg Arg Pro Cys Thr Asn Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser 
340 345 350 

Tyr Ser Glu Glu Val Cys Arg Cys Val Pro Ser Tyr Trp Gin Arg Pro 
355 360 365 370 
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# 



# 



Gin Met Ser 



<210> 3 

<211> 196 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 
15 10 15 

His Val Leu Ala Glu Glu Ala Glu lie Pro Arg Glu Val lie Glu Arg 
20 25 30 

Leu Ala Arg Ser Gin lie His Ser lie Arg Asp Leu Gin Arg Leu Leu 
35 40 45 

Glu lie Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 
50 55 60 



'yj Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 

in 65 70 75 80 



Pro lie Arg Arg Lys Arg Ser lie Glu Glu Ala Val Pro Ala Val Cys 
85 90 95 

Lys Thr Arg Thr Val lie Tyr Glu lie Pro Arg Ser Gin Val Asp Pro 
100 105 110 

Thr Ser Ala Asn Phe Leu lie Trp Pro Pro Cys Val Glu Val Lys Arg 
115 120 125 

Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 
130 135 140 

Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 

Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 
165 170 175 

Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 
180 185 190 

Thr Asp Val Arg 
195 



<210> 4 
<211> 241 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Asn Arg Cys Trp Ala Leu Phe Leu Ser Leu Cys Cys Tyr Leu Arg 
15 10 15 

Leu Val Ser Ala Glu Gly Asp Pro lie Pro Glu Glu Leu Tyr Glu Met 
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20 25 30 

Leu Ser Asp His Ser lie Arg Ser Phe Asp Asp Leu Gin Arg Leu Leu 
35 40 45 

His Gly Asp Pro Gly Glu Glu Asp Gly Ala Glu Leu Asp Leu Asn Met 
50 55 60 

Thr Arg Ser His Ser Gly Gly Glu Leu Glu Ser Leu Ala Arg Gly Arg 
65 70 75 80 

Arg Ser Leu Gly Ser Leu Thr lie Ala Glu Pro Ala Met lie Ala Glu 
85 90 95 

Cys Lys Thr Arg Thr Glu Val Phe Glu lie Ser Arg Arg Leu lie Asp 
100 105 110 

Arg Thr Asn Ala Asn Phe Leu Val Trp Pro Pro Cys Val Glu Val Gin 
115 120 125 

Arg Cys Ser Gly Cys Cys Asn Asn Arg Asn Val Gin Cys Arg Pro Thr 
130 135 140 

Gin Val Gin Leu Arg Pro Val Gin Val Arg Lys lie Glu lie Val Arg 

145 150 155 160 

Lys Lys Pro lie Phe Lys Lys Ala Thr Val Thr Leu Glu Asp His Leu 
165 170 175 

Ala Cys Lys Cys Glu Thr Val Ala Ala Ala Arg Pro Val Thr Arg Ser 
180 185 190 

Pro Gly Gly Ser Gin Glu Gin Arg Ala Lys Thr Pro Gin Thr Arg Val 
195 200 205 

Thr lie Arg Thr Val Arg Val Arg Arg Pro Pro Lys Gly Lys His Arg 
210 215 220 

Lys Phe Lys His Thr His Asp Lys Thr Ala Leu Lys Glu Thr Leu Gly 
225 230 235 240 

Ala 



<210> 5 
<211> 232 
<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Asn Phe Leu Leu Ser Trp Val 
1 5 

Tyr Leu His His Ala Lys Trp Ser 
20 

Gly Gly Gin Asn His His Glu Val 
35 40 

Arg Ser Tyr Cys His. Pro lie Glu 



His Trp Ser Leu Ala Leu Leu Leu 
10 15 

Gin Ala Ala Pro Met Ala Glu Gly 
25 30 

Val Lys Phe Met Asp Val Tyr Gin 
45 

Thr Leu Val Asp lie Phe Gin Glu 
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50 55 60 

Tyr Pro Asp Glu lie Glu Tyr lie Phe Lys Pro Ser Cys Val Pro Leu 
65 70 75 80 

Met Arg Cys Gly Gly Cys Cys Asn Asp Glu Gly Leu Glu Cys Val Pro 
85 90 95 

Thr Glu Glu Ser Asn lie Thr Met Gin He Met Arg lie Lys Pro His 
100 105 110 

Gin Gly Gin His He Gly Glu Met Ser Phe Leu Gin His Asn Lys Cys 
115 120 125 

Glu Cys Arg Pro Lys Lys Asp Arg Ala Arg Gin Glu Lys Lys Ser Val 
130 135 140 

Arg Gly Lys Gly Lys Gly Gin Lys Arg Lys Arg Lys Lys Ser Arg Tyr 
145 150 155 160 

Lys Ser Trp Ser Val Tyr Val Gly Ala Arg Cys Cys Leu Met Pro Trp 
165 170 175 

Ser Leu Pro Gly Pro His Pro Cys Gly Pro Cys Ser Glu Arg Arg Lys 
180 185 190 

His Leu Phe Val Gin Asp Pro Gin Thr Cys Lys Cys Ser Cys Lys Asn 
195 200 205 

Thr Asp Ser Arg Cys Lys Ala Arg Gin Leu Glu Lys Asn Glu Arg Thr 
210 215 220 

Cys Arg Cys Asp Lys Pro Arg Arg 
225 230 



<210> 6 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SITE 
<222> (2) 

<223> Xaa equals any amino acid 
<220> 

<221> SITE 
<222> (5) . . (7) 

<223> Xaa equals any amino acid 
<220> 

<221> SITE 
<222> (10) 

<223> Xaa equals any amino acid 
<400> 6 

Pro Xaa Cys Val Xaa Xaa Xaa Arg Cys Xaa Gly Cys Cys Asn 
15 10 
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<210> 7 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 7 

tgtaatacga ctcactatag ggatcccgcc atggaggcca cggcttatgc 50 



<210> 8 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<400> 8 

gatctctaga ttagctcatt tgtggtct 



28 



m 



<210> 9 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<400> 9 

cgcggatcca tgactgtact ctaccca 



27 



<210> 10 

<211> 60 

<212> DNA 

<213> Homo sapiens 



<400> 10 

cgctctagat caagcgtagt ctgggacgtc gtatgggtac tcgaggctca tttgtggtct 60 
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